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i X 4 : Genome-Wide Association Study with Three Control Cohorts of Japanese Patients with
Esotropia and Exotropia of Comitant Strabismus and Idiopathic Superior Oblique Muscle Palsy.

5 # &5 : International Journal of Molecular Sciences 2024;25:6986.

= Z : Toshihiko Matsuo, Ichiro Hamasaki, Yoichiro Kamatani, Takahisa Kawaguchi, lzumi Yamaguchi,
Fumihiko Matsuda, Akira Saito, Kazuyuki Nakazono, Shigeo Kamitsuiji.

D O I : https://doi.org/10.3390/ijms25136986

U R L: https://www.mdpi.com/1422-0067/25/13/6986

W 2 5 3
<MRIERHEEF MGST2 Z@EH 75 < S B 1=V XA DERIKAFHT D FRC >
i X 4 : Morphometric Analysis of the Eye by Magnetic Resonance Imaging in MGST2-Gene-
Deficient Mice.
5 #; &5 : Biomedicines 2024;12:370.
= # . Chaomulige, Toshihiko Matsuo, Kohei Sugimoto, Mary Miyaji, Osamu Hosoya, Masashi Ueda,
Ryosuke Kobayashi, Takuro Horii, Izuho Hatada

D O |: https://doi.org/10.3390/biomedicines12020370

<HWEMEGEZDHEEEST-HHRENREDLLEDFHN >
i® X 4 : Whole exome-sequencing of pooled genomic DNA samples to detect quantitative trait loci in

esotropia and exotropia of strabismus in Japanese.

& W &5 : Life
= # : Jingjing Zhang, Toshihiko Matsuo, Ichiro Hamasaki, Kazuhiro Sato
D O I : https://doi.org/10.3390/1ife12010041

U R L: https://www.mdpi.com/2075-1729/12/1/41

< RR DIEFHIEEF DR >
i X 4 : MGST2 and WNT2 are candidate genes for comitant strabismus susceptibility in Japanese
patients.
B & 5% Peerd
= # . Jingjing Zhang, Toshihiko Matsuo
D O 1:10.7717/PeerJ3935
U R L:https://peerj.com/articles/3935/

<HBBEDEGFEZFERLI-FHX>
i X 4 : Chromosomes 4¢28.3 and 7g31.2 as new susceptibility loci for comitant strabismus.

18 & it : Investigative Ophthalmology and Visual Science
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& # : Sherin Shaaban, Toshihiko Matsuo, Hirotake Fujiwara, Emi Itoshima, Takashi Furuse, Satoshi
Hasebe, Qingrun Zhang, Jurg Ott, Hiroshi Ohtsuki

D O 1:10.1167/i0vs.08-2437

U R L: http://iovs.arvojournals.org/article.aspx?articleid=2185297
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